IFWO 



RAW SEQUENCE LISTING DATE: 08/04/2004 

PATENT APPLICATION: US/10/82 5 , 127 TIME: 08:30:13 

Input Set : N:\Crf3\RULE60\10825127.raw 
Output Set: N:\CRF4\08042004\J825127.raw 

1 <110> APPLICANT: FUKUCHI, Naoyuki 

2 FUTAKI , Fumie 

3 KITO , Morikazu 

4 SATO, Seiichi 

5 KAJIURA, Takayuki 

6 ONO, Yukitsugu 

7 TANAKA, , Akiko 

8 SHINOZAKI , Junko 

9 <120> TITLE OF INVENTION: Substance with Antithrombic Activity and Method for 

10 Detecting 

11 Glycocalicin 

12 <130> FILE REFERENCE: 198804US0PCT 

13 <140> CURRENT APPLICATION NUMBER: US/10/825 , 12 7 

14 <141> CURRENT FILING DATE: 2004-04-16 

15 <150> PRIOR APPLICATION NUMBER: US/09/673 , 245 

16 <151> PRIOR FILING DATE: 2000-10-23 

17 <150> PRIOR APPLICATION NUMBER: PCT/ JP99/00089 

18 <151> PRIOR FILING DATE: 1998-01-13 

19 <150> PRIOR APPLICATION NUMBER: JP 10-113962 

20 <151> PRIOR FILING DATE: 1998-04-23 

21 <160> NUMBER OF SEQ ID NOS : 14 

22 <170> SOFTWARE: Patentln version 3.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 29 
2 6 <212> TYPE: DNA 

2 7 <213> ORGANISM: ARTIFICIAL SEQUENCE 

28 <220> FEATURE: 

29 <223> OTHER INFORMATION: SYNTHETIC DNA 

30 <400> SEQUENCE: 1 

31 atatctagat gtgcccaggg attgtggtt 2 9 

33 <210> SEQ ID NO: 2 

34 <211> LENGTH: 36 

3 5 <212> TYPE: DNA 

36 <213> ORGANISM: ARTIFICIAL SEQUENCE 
3 7 <22 0> FEATURE: 

3 8 <2 23> OTHER INFORMATION: SYNTHETIC DNA 

3 9 <4 00> SEQUENCE: 2 

40 ataaagcttc tcgagtcatt taccaggaga gtggga 36 

42 <210> SEQ ID NO: 3 

43 <211> LENGTH: 36 

44 <212> TYPE: DNA 

45 <213> ORGANISM: ARTIFICIAL SEQUENCE 

4 6 <22 0> FEATURE: 
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4 7 <223> OTHER INFORMATION: SYNTHETIC DNA 

4 8 <4 00> SEQUENCE: 3 

49 ataaagcttc tcgagtcatt taccaggaga gtggga 

51 <210> SEQ ID NO: 4 

52 <211> LENGTH: 684 

53 <212> TYPE: DNA 

54 <213> ORGANISM: Mus musculus 

5 5 <220> FEATURE: 

56 <221> NAME /KEY : CDS 

57 <222> LOCATION: (1) . . (684) 

58 <223> OTHER INFORMATION: 
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Gin Lys Ser Asn Trp Glu Ala Gly Asn Thr Phe Thr Cys Ser Val Leu 



98 195 200 205 

99 cat gag ggc ctg cac aac cac cat act gag aag age etc tec cac tct 

100 His Glu Gly Leu His Asn His His Thr Glu Lys Ser Leu Ser His Ser 

101 210 * 215 220 

102 cct ggt aaa tga 

103 Pro Gly Lys 

104 225 



106 <210> SEQ ID NO: 5 

107 <211> LENGTH: 227 

108 <212> TYPE: PRT 

109 <213> ORGANISM: Mus musculus 

110 <400> SEQUENCE: 5 
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143 <211> LENGTH: 1689 

144 <212> TYPE: DNA 

145 <213> ORGANISM: ARTIFICIAL SEQUENCE 

146 <22 0> FEATURE: 

14 7 <223> OTHER INFORMATION: SYNTHETIC DNA 
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W--> 148 <221> NAME /KEY : CDS 

149 <222> LOCATION: (1) . . (1686) 

150 <223> OTHER INFORMATION: 
W--> 151 <221> sig peptide 

152 <222> LOCATION: (1) . . (48) 

153 <223> OTHER INFORMATION: 
W--> 154 <221> matpeptide 

155 <222> LOCATION: (49).. () 

156 <223> OTHER INFORMATION: 
W--> 157 <400> 6 
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VERIFICATION SUMMARY 

PATENT APPLICATION : US/10/825, 127 



DATE: 08/04/2004 
TIME: 08:30:14 



Input Set : N:\Crf3\RULE60\10825127.raw 
Output Set: N:\CRF4\08042004\J825127.raw 



L:59 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 4 , Line# : 0 

L:148 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:151 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:6 

L:154 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:6 

L:154 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 6 , Line# : 0 

L:157 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:6 

L:157 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 6 , Line# : 0 

L:157 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 6 , Line# : 0 

L:371 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:374 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:10 

L:374 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 10 , Line# : 0 

L:475 M:281 W: Numeric Fields not Ordered, <221> Sort in ascending order! 

L:478 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID# : 13 

L:481 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:13 

L:481 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13 , Line# : 0 

L:484 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:13 

L:484 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13 ( Line# : 0 

L:484 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13 , Line# : 0 
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